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re 6: VU.Sequence, SEQ. ID: 12: 

1 TCGCGCGTTT CGGTGA7GAC GG7GAAAACC TC7GACACA7 GZAG - 

51 GAGACGGTCA CAGCTTGTCT GTAAGCGGAT GCCGGGAGCA GACAASr-C- 
101 TCAGGGCGCG TCAGCGGGTG TTGGCGGGTG TCGGGGCTGG CTTAA37A7 3 
151 CGGCATCAGA GCAGATTGTA CTGAGAGTGC ACCATATGCG GTGTGAAA7A 
201 CCGCACAGAT GCGTAAGGAG AAAATACCGC ATCAGATTGG CTATTG37ZA 
251 TTGCATACGT TGTATCCATA TCATAATATG TACATTTA7A TTGGCT3A73 
3 01 TCCAACATTA CCG7CATGTT GACATTGATT ATTGACTAGT TAT7AA7AG7 
351 AATGAAT7AC GGGGT3A77A GTTCATAGCC CA7A7A7GGA G77CCG3377 
ill ACA7AACT7A CG37AA-A733 CCCGCCTGGC TGACCGCCCA A7GA"3:CG 
451 CCCA77GACG TCAA7AA73A CG7A7377CC CA7AG7AACG CCAA7AG3GA 
5C1 CTT7CCAT7G ACG73AA73G GTGGAG7AT7 7ACGG7AAA3 TG7CCA777C- 
551 GCA37ACA7C AA37G7A7CA TA7G:CAA37 ACG7CCCC7A T7GA:G7:AA 
€:i TGA7G37AAA TG3CZCGCC7 GGCA77A7G3 CCAG7A3A7G A7C77A7333 
€51 AC7777C7A: T7333AG7AC ATC7ACG7A7 TAG7CA7CGC 7A77A3CA7G 
7C1 G73A73CG37 T77G3CAG7A CA7CAA7GG3 CGTGGATAGC GG7773A37C 
•751 ACGGG3A7T7 CCAAGTCTCC ACCCCATTGA CGTCAATGGG AG777G7777 
BC1 GGCACCAAAA 7CAACGGGAC 77TCCAAAAT GTCG7AACAA CTCCGCCCCA 
B51 TTGA3GCAAA TGGGCGG7AG GCGTGTACGG 7GGGAGGTCT A7A7AA37AG 
901 AGCTCGTT7A GTGAACCGTC AGA7CGCC7G GAGACGCCA7 CCACGC7GT7 
951 TTGACCTCCA TAGAAGACAC CGGGACCGAT CCAGCCTCCG CGGCCGGGAA 
1001 CGGTGCATTG GAACGCGGAT TCCCCGTGCC AAGAGTGACG TAAG7ACCGC 
1051 CTA7AGAGTC TATAGGCCCA CCCCCTTGGC TTCTTATGCA TGC7A7ACTG 
1101 TTTTTGGCTT GGGG7CTA7A CACCCCCGCT TCCTCATGT7 ATAGG7GATG 
1151 GTATAGCTTA GCCTATAGGT GTGGGTTATT GACCAT7AT7 GACCACTCCC 
1201 C7AT7GG7GA CGA7AC77TC CA77ACTAAT CCA7AACATG GC7CT77GCC 



Figure 6 (continues, p2/4) 

1251 ACAACTCTCT TTATTGGCTA TATGCCAA7A CACTG7CCTT CAGAGA773A 
1301 CACGGACTCT GTATTTTTAC AGGATGGGGT CTCATTTATT ATTTA7AAA7 
1351 TC AC AT AT AC AACACCACCG TCCCCAGTGC CCGCAGTTTT TATTAAACAT 
1401 AACGTGGGAT CTCCACGCGA ATCTCGGGTA CGTGTTCCGG ACATGG377C 
1451 TTCTCCGGTA GCGGCGGAGC TTCTACATCC GAGCCCTGCT CCCA7GCC7C 
1501 CAGCGACTCA TGGTCGCTCG GCAGCTCCTT GCTCCTAACA GTGGAGG3CA 
1551 GA3TTAG3CA CAGCACGATG CCCACCACCA CCAGTGTGCC GCACAA3333 
16C1 GTG3CGG7A3 GGTATGTG7C TGAAAATGAG CTCGG3GAGC GGG377GCAC 
1651 CGCTGACGCA TTTGGAAGAC TTAAGGCAGC GGCAGAAGAA GATG3 AG3CA 
1701 GC7GAG77G7 TGTG77CTGA TAAGAGTCAG AGG7AACTCC CGT7G3G373 
1751 CTGTTAACGG TGGAGGGCAG TG7AG7CTGA GCAG7ACTCG 7737733333 
1EC1 GCG3G3CA3C AGACA7AA7A GCTGACAGAC TAACAGACTG TTCC777:CA 
1651 TGGG7CTT7T CTGCAG7CAC CG7CCTTAG ATCTGCTGTG CCT737AG77 
19C1 GCCAG3CA73 TGTTGTTTGC CCCTCCCCCG TGCCTTCCT7 GACCCTGGAA 
1551 GGTGCCAC7C CCACTGTCCT TTCCTAATAA AATGAGGAAA TTGCA7CGCA 
2CC1 TTGTCTGAG7 AGGTGTCATT CTATTCTGGG GGGTGGGGTG GGG3A33A3A 
2051 GCAAGGGGGA GGATTGGGAA GACAATAGCA GGCATGCTGG GGA73CG37G 
2101 GGCTCTATGG GTACCCAGGT GCTGAAGAAT TGACCCGGTT CCTCCTGGGC 
2151 CAGAAAGAAG CAGGCACATC CCCTTCTCTG TGACACACCC TGTCCACGCC 
2201 CCTGGTTCTT AGTTCCAGCC CCACTCATAG GACACTCATA GCTCAGGAGG 
2251 GCTCCGCCTT CAATCCCACC CGCTAAAGTA CTTGGAGCGG TCTCTCCCTC 
2301 CCTCATCAGC CCACCAAACC AAACCTAGCC TCCAAGAGTG OGAAGAAATT 
2351 AAAGCAAGAT AGGCTATTAA CTGCAGAGGG AGAGAAAATG CCTCCAACAT 
2401 GTGAGGAAGT AATGAGAGAA ATCATAGAAT TTCTTCCGCT TCCTCGCTCA 
2451' CTGACTCGCT GCGCTCGGTC GTTCGGCTGC GGCGAGCGGT ATCAGCTCAC 
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Figure 6 (continued, p3/4) 

2501 TCAAAGGCGG TAA7ACGG77 ATCCACAGAA 7CAG333A7A ACGCA3 3. 1 -.-- 1 . 
2551 GAACATGTGA GCAAAAGGCC AGCAAAAGGC CAGGAACCGT AAAAA33:03 
2601 CGTTGCTGGC GTTTTTCCAT AGGCTCCGCC CCCCTGACGA GCATCACAAA 
2651 AATCGACGCT CAAGTCAGAG GTGGCGAAAC CCGACAGGAC TATAAA3A7A 
27 01 CCAGGCGTTT CCCCCTGGAA GCTCCCTCGT GCGCTCTCCT GTTCCGAGCC 
2751 TGCCGCTTAC CGGATACCTG TCCGCCTTTC TCCCTTCGGG AAGCG7GG3G 
26 Dl C77TCTCAA7 GCTCACGCTG TAGGTATCTC AGTTCGGTGT AGG7CG77 3G 
2E51 C70CAA377G GGCTGTGTGC ACGAACCCCC CG77CAG3CC GA7CC-:7G:3 
29 01 CC77A7CCGG 7AAG7A7CG7 CTTGA37CCA ACCCGGTAA3 A3A33A377A 
2551 TCG3CAC7G3 CAGCAGCCAC TGG7AACAGG AT7AG:AGA3 CGA337A737 
3 001 AGG3G37G77 ACAGAG77C7 TGAAG7GG7G GCCTAACTAC GG37A:aG7A 
3 051 GAAGGACA37 A777GG7A7C TGCGC7CTGC TGAA3CCA3T 7AC3773GGA 
3101 AAAA3AG77G GTA3CTCTTG ATCCGG3AAA CAAACCACCG CTGG7A33G3 
3151 TG37777777 G777GCAAGC AGCAGA77AC GCGCA3AAAA AAA33A7C7C 
3201 AAGAAGA7CC T77GA7C777 TC7A3GGGG7 CTGACGC7CA GTG3AACGAA 

32 51 AA7TCACGT7 AAGGGA7777 GG7CATGAGA TTA7CAAAAA GGA7C77CAC 

33 01 C7AGATCCT7 TT AAATT AAA AATGAAGTT7 TAAA7CAATC TAAAG7A7A7 
3351 ATGAGTAAAC TTGGTCTGAC AGTTACCAA7 GCT7AATCAG TGAGGGACCT 
3401 ATCTCAGCGA TCTGTCTATT TCGTTCATCC ATAGTTGCCT GACTCCCCG7 
3451 CGTGTAGATA ACTACGATAC GGGAGGGCTT ACCATCTGGC CCCAGTGCTG 
3501 CAATGATACC GCGAGACCCA CGCTCACCGG CTCCAGATTT ATCAGCAA7A 
3551 AACCAGCCAG CCGGAAGGGC CGAGCGCAGA AGTGGTCCTG CAACTTTATC 
3601 CGCCTCCATC CAGTCTATTA ATTGTTGCCG GGAAGCTAGA CTAAGTAGT7 
3651 CGCCAGTTAA TAGTTTGCGC AACGTTGTTG CCATTGCTAC AGGCATCGTG 
3701 GTGTCACGCT CGTCGTTTGG TATGGCTTCA TTCAGCTCCG GTTCCCAACG 



Figure 6 (continued. p4/4) 

3751 A7CAAGGCGA G77ACA7GA7 CCCCCA7G77 G7GCAAAAAA GCG377A3-- 

3801 CCTTCGGTCC TCCGA7CG77 G7CAGAAG7A AGTTGGCCGC AGTGTTr-.TC.-. 

3 851 CTCATGGTTA TGGCAGCACT GCATAATTCT CTTACTGTCA TGCCATCC57 

3901 AAGATGCTTT TCTGTGACTG GTGAGTACTC AACCAAG7CA TTCTGA 3AAT 

3951 AGTGTATGCG GCGACCGAGT TGCTCTTGCC CGGCGTCAAT ACGGGA7AA7 

4 DDI ACCGCGCCAC ATAGCAGAAC TTTAAAAGTG CTCATCATTG GAAAA7G77C 

4 051 T7CGGGGCGA AAACTCTCAA GGA7C77ACC GC7G77GAGA TCCAG777GA 

41C1 7G7AACCCAC 7CG7GCACCC AAC7GA7C77 CAGCA7C777 7AC7T7:>.rC 

4151 AG:G777r7G GG7GAGCAAA AACAGGAAC-G CAAAA7GCCG CAAAAAA33G 

42C1 AA7AAG33rG ACACGGAAA7 G77GAA7AC7 CA7AC7C77C CT7777ZAA7 

42 51 A77A77GAA3 CA777A7CAG GG77A77G7C 7CA7GAGCGG ATA7A7A777 

43C1 GAA737A777 AGAAAAA7AA ACAAA7AGGG G77CCGCGCA CATT7:CCCG 

4351 AAAA373CCA CC7GA7G7C7 AAGAAACCA7 7A77A7CA7G A3 A77A--.CC7 

4 4 CI A7AAAAA7AG GCG7A7CAGG AGGCCC777C G7C 



Figure ~: VlJneo Setjuer.ee, SE2. ID: 14: 

1 TCGCGCGTTT CGGTGATGAC GGTGAAAACC TCTGA3A:A7 GCA3C7CCC3 
51 GAGACGGTCA CAGCTTGTCT GTAAGCGGAT GCCGGGAGCA GACAAGrCCG 
101 TCAGGGCGCG TCAGCGGGTG TTGGCGGGTG TCGGGGCTGG CTTAACTA. v_- 
151 CGGCATCAGA GCAGATTGTA CTGAGAGTGC ACCATATGCG GTGTGAAA7A 
201 CCGCACAGAT GCGTAAGGAG AAAATACCGC ATCAGATTGG CTATTG37CA 
251 TTGCATACGT TGTATCCATA TCATAATATG TACATTTATA TTGGG7CA7G 
3C1 TCCAACAT7A CCGCCATG77 GACATTGATT ATTGA7TAG7 TA77AA7AG7 

3 51 AA7CAA77AC GGG57CATTA GTTCATAGCC CA7A7A7G3A G77Ce3:G77 

4 CI ACA7AA777A CGG7AAA7GC- CCCGCCTGGC TGACCGCCCA ACGA7CCCCG 
4 51 CCCA77GA7G TCAA7AA7GA CGTA7GT7CC CA7AG7AACG CCAA7A333A 
5:i C777CCA77G ACG7CAA7G3 G7GGAGTA77 TACGG7AAAC TG7CCA377G 
55 2 GCA37ACA7C AAG737A7CA TA7G7CAAG7 ACGCCCCC7A 77GA7G7ZAA 
£:■! 7GA7G37AAA TGG7CCGCC7 GGCA77A7GC CCAG7ACA7G ACC77A7GG3 
€51 AC777CCTAC T7GG3AGTAC ATCTACG7A7 TAGTCATGGG TA77A7CA7G 
7 CI GTGA7GCGG7 TTTGGCAG7A CATCAATGGG CG7GGATAGC GG777GA37C 
751 ACGGGGA777 CCAAGTCTCC ACCCCATTGA CG7CAATGGG AG7T7G7777 
601 GGCACCAAAA TCAACGGGAC TTTCCAAAAT GTCGTAACAA CTCCGCCCCA 
B51 TTGACGCAAA TGGGCGGTAG GCGTGTACGG TGGGAGGTCT ATATAAGCAG 
901 AGCTCGTTTA GTGAACCGTC AGATCGCCTG GAGACGCCAT CCACGCTGTT 
951 TTGACCTCCA TAGAAGACAC CGGGACCGAT CCAGCCTCCG CGGCCGGGAA 

1001 CGGTGCATTG GAACGCGGAT TCCCCGTGCC AAGAGTGACG TAAGTACCGC 
1051 CTATAGAGTC TATAGGCCCA CCCCCTTGGC TTCTTATGCA TGCTATACTG 
1101 TTTTTGGCTT CGGGTCTATA CACCCCCGCT TCCTCATGTT ATAGGTGATG 
1151 GTATAGCTTA GCCTATAGGT GTGGGTTATT GACCATTATT GACCACTCCC 



Figure 7 (continues, p2/4) 

12 01 CTATTGG7GA CGA7ACTTTC CA77ACTAA7 CCA7AA3A73 G37C777G:C 
1251 ACAACTCTCT TTATTGGCTA TATGCCAATA CACTGTCC77 CAGA3A77GA 

13 01 CACGGACTCT GTATTTTTAC AGGATGGGGT CTCATTTATT ATTTA-AAAT 
1351 TCACATATAC AACACCACCG TCCCCAGTGC CCGCAGTTTT 7ATTAAA3A7 

14 01 AACGTGGGAT CTCCACGCGA ATCTCGGGTA CGTGTTCCGG ACATGG377 Z 
1451 TTCTCCGGTA GCGGCGGAGC TTCTACATCC GAGCCCTGCT CCCA733C7: 
1501 CAGCGACTCA TGGTCGCTCG GCAGCTCCTT GCTCCTAACA G7G3A33C:A 
1551 GACTTAGC-CA CAGCACGA7G CCCACCACCA CCA37G7G7C GCACA.AGGCC 
16C1 G7GG3G37AG G37A7G7G7C TGAAAATGAG CTCG333A37 G33C7T3:AC 
16 51 CGCTGACG3A T7733AAGA7 TTAAGGCA3C GGCA5AA3AA GATG3 AGG3 A 

GC7GAG77G7 TGTGTTCT3A 7AAGAG7CAG A3G7AAC7CC CG7733G373 
1-7- C7G77AAC33 TG3AGG3CA3 TG7AGTC7GA GCAGTACTCG T7GZT3CCGC 

ie:: GzcrsrcAcc agacata.,ta gctgacagac taazagactg ttcctttcca 

1E*1 TGGG7C7T77 CTGCA3TCAC CGTCC7TA3 ATCTGCTG7G CC77C7AG77 

1531 GCCA3CCA7C TG7TGT7TGC CCCTCCCCCG TGCCTTCCTT GACCC733AA 

1951 GG7GCCACTC CCACTG7CC7 7TCCTAA7AA AA7GAGGAAA T7G=A7CG=A 

20C1 T7GTC7GAG7 AGGTG7CA77 CTATTCTGGG GGGTGGGGTG GG33AG3AGA 

2051 GCAAGGGGGA GGA775GGAA GACAA7AGCA GGCA7GC7GG GGA73CGGTG 

2101 GGC7C7A7GG G7ACCCAGG7 GCTGAAGAA7 TGACCCGG7T CC7CC7GGG3 

2151 CAGAAAGAAG CAGGCACATC CCC7TC7CTG TGACACACCC TG7CCACGCC 

2201 CCTGG77CT7 AGT7CCAGCC CCACTCA7AG GACACTCA7A GC7CAGGAGG 

2251 GCTCCGCCT7 CAA7CCCACC CGC7AAAGTA CTTGGAGCGG TC7C7CCC7C 

2301 CCTCATCAGC CCACCAAACC AAACC7AGCC TCCAAGAGTG GGAAGAAAT7 
2351 AAAGCAAGA7 AGGC7A77AA GTGCAGAGGG AGAGAAAATG CC7CCAACA7 
2401 G7GAGGAAG7 AA7GAGAGAA A7CA7AGAA7 77C77CCGCT 7CC7CGC7CA 
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Figure 7 (continued, p3/4) 

24 51 CTGACTCGC7 GCGCTCGGTC GTTCGGCTGC GGCGA3CGG7 A7CA3C7CAC 
2501 TCAAAGGCGG TAATACGGTT ATCCACAGAA TCAGGGGATA ACGCAG3AAA 
2551 GAACATGTGA GCAAAAGGCC AGCAAAAGGC CAGGAACCGT AAAAA33CCG 
2601 CGTTGCTGGC GTTTTTCCAT AGGCTCCGCC CCCCTGACGA GCATCACAAA 
2651 AATCGACGCT CAAGTCAGAG GTGGCGAAAC CCGACAGGAC TATAAAGA7A 
2701 CCAGGCGTTT CCCCCTGGAA GCTCCCTCGT GCGCTCTCCT GTTCCGACCC 
27 51 TGCCGCT7AC CGGATACCTG TCCC-CCTTTC TCCCTTCGGG AA3CG7G3CG 
2e:: C777C7CAA7 GCTCACGCTG taggtatctc AG77CG37G7 AGG7ZG773G 
2E51 C7CCAAG37G GG37G7G7G3 ACGAACCCCC CG77CA3CCC GA33GC733G 
2 5:i CCTTATCCGG 7AA37A7CG7 CTTGAGTCCA ACCCGG7AAG A3ACGA377A 
2551 TCG3CA373G CA33AGCCA3 TG37AACA33 ATTAGCAGAG CGAG37A737 
3CC1 AG33G37G37 ACAGAG77C7 TGAA3TG37G GCCTAAC7AC GG37ACAC7A 
3051 GAA3GACAG7 A777G37ATC TGCG3TC7GC TGAAGCCAG7 TACC77CG3A 
31 CI AAAA3AG773 G7AG37C77G ATCCGGCAAA CAAA3CACCG C7G37A33G3 
3151 TG3777T777 GTT7GCAAGC AGCAGAT7AC GCGCAGAAAA AAA3GATC7C 
32 CI AAGAAGA7CC TTTGATCTTT TC7ACGGGG7 CTGACGCTCA GTGGAA3GAA 
3251 AACTCACG77 AAGGGAT7T7 GGTCATGAGA T7ATCAAAAA GGA7C773A3 
3301 CTAGATCCT7 TTAAATTAAA AATGAAGTTT TAAATCAATC TAAAG7A7A7 
3351 ATGA5TAAAC TTGGTCTGAC AGTTACCAAT OCTTAATCAG TGAGGCACC7 
3401 ATCTCAGCGA TCTGTCTATT TCGTTCATCC ATAGTTGCCT GACTCCGGGG 
3451 GGGGGGGGCG CTGAGGTCTG CCTCGTGAAG AAGGTGTTGC TGACTCATAC 
3501 CAGGCCTGAA TCGCCCCATC ATCCAGCCAG AAAGTGAGGG AGCCACGGT7 
3551 GATGAGAGCT TTGTTGTAGG TGGACCAGTT GGTGATTTTG AACTTTTGC7 
3601 TTGCCACGGA ACGGTCTGCG TTGTCGGGAA GATGCGTGAT CTGATCCTTC 
3651 AACTCAGCAA AAGTTCGATT TATTCAACAA AGCCGCCGTC CCGTCAAGTC 



Figure 7 (continued, p4/4) 

37 01 AGCG7AATG2 TCTGCCAG73 TTACAACCAA TTAACCAA77 CTGA77A.GAA 
37 51 AAACTCATCG AGCATCAAA7 GAAACTGCAA TTTATTCA7A TCA3G.-.77A7 
3801 CAATACCATA TTTTTGAAAA AGCCGTTTCT GTAATGAAGG AGAAAA77C;, 
3851 CCGAGGCAGT TCCATAGGAT GGCAAGATCC TGGTATCGGT CTGCGAT7CC 
3901 GACTCGTCCA ACATCAATAC AACCTATTAA TTTCCCCTCG TCAAAAA7AA 
3951 GGTTATCAAG TGAGAAATCA CCATGAGTGA CGACTGAATC CGGT3A3AA7 
4 021 GGCAAAAGC7 TATGCATTTC TTTCCAGA3T TG77CAAC.AG GCCA3CCA77 
4 251 ACGC7CG7CA TCAAAATCAC TCG3ATCAAC CAAA7CGTTA. T7CA772G73 
4121 A77GCGCC7G AGCGA3ACGA AA7A2GCGA7 CG37G77AAA AGGA3AA77A 
4 2 52 CAAACAG3AA TCGAA732AA CCG33GCA33 AACAC7GCCA GCGCA7:AA7 

42 21 AA7A7777CA CCTGAATCA3 GA7A7TC77C TAA7ACCTGG AA7G:7G777 
42=1 TCCCG333A7 CGCA37G373 AG7AACCA7G CA7CA7CA33 AG7A733A7A 

43 21 AA.-.733T7GA TG37CGGAAG AGGCA7AAA7 TCCG7CASCC A3777A37C7 
4 251 GACCA7C7CA TC7G7AACA7 CATTGGCAAC GC7ACCT77G CCA73777CA 
4 4 21 GAAA3AAC7C TGG3GCA7CG GGCTTCCCA7 ACAATCGA7A GA7737CGCA 
4 4 51 CCTGA77G2C CGACA7TA7C GCGAGCCCAT TTA7ACCCA7 A7AAA7CA33 
4 5 CI ATCCA7GTTG GAA7TTAA7C GCGGCCTCGA GCAAGACG77 TCCCG77GAA 
4551 TA7GGCTCA7 AACACCCCTT GTATTACTGT TTATGTAAGC AGACAG7777 
4601 ATTGTTCATG ATGATATATT TTTATCTTGT GCAATGTAAC ATCAGAGA77 
4651 TTGAGACACA ACGTGGCTTT CCCCCCCCCC CCATTATTGA AGCATTTATC 
4701 XGGGTTATTG TCTCATGAGC OGATACATAT TTGAATGTAT TTAGAAAAAT 
4751 AAACAAATAG GGGTTCCGCG CACATTTCCC CGAAAAGTGC CACCTGACGT 
4801 CTAAGAAACC ATTATTATCA TGACATTAAC CTATAAAAAT AGGCGTATCA 
4B51 CGAGGCCCTT TCGTC 



Figure 6: CKYintaBGK Seyjence, SE?. ID: 13: 

1 ATTGGCTATT GG3CA7TGCA TACG77G7A7 CCA7A7CA7A ATA.c.r..i. 
51 TTATATTGGC TCATGTCCAA CATTACCGCC ATGTTGACAT TGA77A77 3A 
101 CTAGTTATTA ATAGTAATCA ATTACGGGG7 CATTAGTTCA TAGCCCA7A7 
151 ATGGAGTTCC GCGTTACATA ACTTACGGTA AATGGCCCGC CTG3C7GA" 
201 GCCCAACGAC CCCCGCCCAT TGACGTCAAT AATGACGTAT GT7CCCA7A3 
251 TAACGCCAA7 AGGGACTTTC CATTGACG7C AATGGGTGGA GTA777AC33 
301 TAAA37G3CC AC77GGCAG7 ACA7CAAG7G TA7CA7A7GC CAAGTACGCC 
351 CCC7A773.-.3 G7CAA7GA3G G7AAA7G33C CGCC7G33A7 7A73C3CA37 
<C1 A3A7GA7C77 A7G33AC777 CC7A7773SC AG7A3A7C7A CG7A77A373 
4 52 A7CGC7 A7T A CCA7GG7GA7 GCG37777GG CAG7A3A7CA A7G3333733 
"501 A7A37G3777 GACTCACG33 GA777CCAA3 TC7CCACCCC ATTGACG7CA 
551 A7G3GA3777 G7777G3CA3 CAAAA7CAA3 GGGAC777CC AAAA7G73G7 
6C1 AACAA37CCG CCCCA77GA3 GCAAA7G333 GG7AGGCG7G TAC3373G3A 
651 G3777A7A7A AG3AGA3C7C G777AG7GAA CCGTCAGATC GCC733A3AC 
-CI GCCA77CACG C7G7777GAC C7CCA7AGAA GACACCGGGA CCGA7CCAGC 
7 51 C7CCGCGG3C GGGAACGG7G CAT7GGAACG CGGAT7CCCC G733CAA3A3 
601 TGACG7AAG7 ACCGCC7A7A GAGTCTA7AG GCCCACCCCC T7G3377C77 
651 ATGCATGC7A TACTGT7T7T GGCTTGGGG7 CTATACACCC CCGC77C37C 
901 ATGTTATAGG TGATGGTATA GCTTAGCCTA TAGGTGTGGG TTA77GACCA 
951 TTATTGACCA CTCCCCTATT GGTGACGATA CTTTCCATTA CTAATCCA7A 
1001 ACATGGCTCT TTGCCACAAC TCTCTTTATT CGCTATATGC CAATACAC7G 
1051 TCCTTCAGAG ACTGACACGG ACTCTGTATT TTTACAGGAT GGGGTCTCA7 
1101 TTATTATTTA CAAATTCACA TATACAACAC CACCGTCCCC AGTGCCCGCA 
1151 GTTTTTATTA AACATAACGT GGGATCTCCA CGCGAATCTC GGGTACGTGT 
1201 TCCGGACATG GGCTCTTCTC CGGTAGCGGC GGAGCTTCTA CA7CCGAGCC 
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Figure 8 (continued, p2/2) 

1251 CTGCTCCCA7 GCCTCCAGCG ACTCA7G37C GC7CGSCAGC TCCT.G-..C 
1301 TAACAGTGGA GGCCAGACTT AGGCACAGCA CGATGCCCAC CACCACCAG7 
1351 GTGCCGCACA AGGCCGTGGC GGTAGGGTAT GTGTCTGAAA ATGAG373G3 
1401 GGAGCGGGCT TGCACCGCTG ACGCATTTGG AAGACTTAAG GCAG3GGCA3 
1451 AAGAAGATGC AGGCAGCTGA GTTGTTGTGT TCTGATAAGA GTCAGA35TA 
1501 ACTCCCGTTG CGGTGCTGTT AACGGTGGAG GGCAGTGTAG TCTGAGCA37 
1551 ACTCG77GC7 GCCGCGCGCG CCACCAGA3A TAATAGCTGA CAGA37AAZA 
16C1 GA77G77IC7 7TCCA7GGG7 CTTTTCTGCA GTCACCGTCC T7A3A7C7G 
16 51 C7G7GCC773 TAG77GCCAG CCA7CTG77G 77TG3CCC7C CCCCG7C-:C7 
17C- TCC77GACGC TGGAAGG7GC CACTCCCAC7 G7CCTT7CCT AA7AAAA7GA 
1751 GGAAA7TGCA TCGCA77G7C 7GAG7A3G7G TCA77C7A77 C7GGG3337G 
IE 01 GGG7GGGG:A GCACA3CAAS GG3GAGSA77 GGGAA3ACAA TA3CA33CA7 
1651 GC7GG3GA7G CGG7GGGC7C 7A7GGG7A3C CAGG7G37GA AGAA773A33 
19?1 CGG77CC7CC 7GGGCCAGAA AGAAGCAGGC ACA7CCCC77 CTC7G7GA3A 
1951 CACCCTG7CC ACGCCCC7G3 77C77AG77C CAGCCCCAC7 CA7A33ACA3 
2001 7CA7AGCTCA GGAGGGC7CC GCC77CAA7C CCACCCGCTA AAG7A7T7GS 
2051 AGCGG7C7C7 CCCTCCC7CA TCAGCCCACC AAAGCAAACC TAGCCTCCAA 
2101 GAG7GGGAAG AAA77AAAGC AAGA7AGGCT A77AAG7GCA GAGGGA3A3A 
2151 AAA7GCC7CC AACATG7GAG GAAG7AA7GA GAGAAA7CA7 AGAA77C 
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FIGURE 11. V1R SEQUENCE. SEQ.ID:10C: 

1 GATATTGG CTATTGGOCA 

251 TTGCATACGT TGTATCCATA TCATAATATG TACATTTATA TTGGCTCATG 

301 TCCAACATTA CCGCCATGTT GACATTGATT ATTGACTAGT TATTAATAGT 

3 SI AATCAATTAC GGGCTCATTA CTTCATAGCC CATATATGGA GTTCCGCGTT 

401 ACATAACTTA CCGTAAATGG CCCGCCTOGC TGACCGCCCA ACGACCCCCC 

451 CCCATTGACG TCAATAATGA CCTATCTTCC CATACTAACG CCAATAGGGA 

501 CTTTCCATTG ACGTCAATGG GTGGAGTATT TACGGTAAAC TGCCCACTTG 

551 GCA3TACA7C AA3TGTATCA TATGCCAAG7 ACGCCCCCTA TTGACG7CAA 

6C1 TGACGG7AAA TGGCCCGCC7 GGCA7TATGC CCAGTACATG ACCTTATGGG 

65: AcrrrrcTAr ttggcagtac atctacgtat tagtcatcg: tattaccatg 

7C1 C7GA7CCGC7 TTTC3CA37A CATCAATGGG CGTGGATAGC GGTTTCArTC 

111 ACGGGGA7T7 CCAA37C73C ACCCCATTGA CG7CAATGG3 AGTTTGTTTT 

E:: GGCAtCAAAA TCAACGGGAC TT7CCAAAA7 CTCG7AA3AA CTCCGCCCCA 

651 TTGArGCAAA TGGC-GG7AG CCGTG7ACGG TGGGAG3TC7 A7A7AA3CA3 

S:i A3CTCGTTXA CTGAACCGTC AGATCGCCTG GAGACGCCA7 CCACGCTC77 

91 1 TTGACCTCCA TAGAAGACAC CGGGA3CGA7 CCAGCCTCCG CGGCCGGGAA 

1CC1 CGGTGCATTG GAACG3GGA7 TCCCCGTCCC AAGACTGACG TAA37ACCGC 

1051 CTATAGAGTC TATAGGCCCA CCCCC7TGGC TTCTTATGCA TGCTA7ACTG 

1101 T7TTTCGCTT GGGGTCTATA CACCCCCGCT TCCTCATGTT ATAGGTGATG 

1151 GTATAGCTTA CCCTATAGGT CTOOCTTATT GACCATTATT CACCACTCCC 

1201 CTATTBGTGA CCATACTTTC CATTACTAAT CCATAACA7G OCTCTTTCCC 

1251 ACAACTCTCT TTATTOGCTA TATBCCAATA CACTCTCCTT CAOAGACTGA 

1301 CACOOACTCT OTATTTTTAC A0SATOOGCT CTCATTTATT ATTTACAAAT 

1351 TCACATATAC AACACCACCC TCCCCACTSC CCGCACTITT TATTAAACAT 



pure 11 (continued, p2/3) 

14 01 AACGTGGGA7 CTCCACGCGA ATCTCGGC7A CG7C7TCCGG ACATGOGCTC 

1*51 TTCTCCGG7A GCGGCGGAGC TTC7ACATCC CXGCCCTGCT CCCATGCCTC 

1501 CAGCGACTCA TGGTCGCTCG GCAGCTCCTT GCTCCTAACA CTGGAGGCCA 

1551 GACTTAGGCA CAGCACGATG CCCACCACCA CCACTGTGCC GCACAAGGCC 

1601 CTGGCGCTAG OGTATGTGTC TGAAAATGAG CTCGGGGAGC CGGCTTGCAC 

1651 CGCTGACGCA TTTGGAAGAC TTAAGGCAGC OGCAGAAGAA GATGCAGGCA 

1"7 01 CCTGAGTTGT TGTGTTCTGA TAAGAGTCAC AGGTAATTCC CGTTG-GGTG 

11 El CTGTTAACGC TGGAGGGCAG TG7AG7CTGA GCASTACTrG TTGCTGrCGC 

16. 1 CCGCGrCA^C AGACA7AA7A GCTGACAGA: TAACAGAZTG T7CCT7TCCA 

ibe: TCssTrTm ctgcagtca: cgtccttag atctgctgtg ccttctagtt 

is:; gccagccat: tgttgtttgc ccctcccccg tcccttcctt ga.cctcgaa 

i?e: cgtgccactc ccactgtcct ttcctaataa aatgaggaaa ttgcatcgca 

2c:: ttgtc-tgagt aggtgt:att ctattctgcg gggtg-g-ggtg ggg^agcaca 

2:e; gcaasgggga ggattc-ggaa gacaatag:a gccatc:tgg ggatgcggt-g 

2:c: ggttctatgg gtac ggccgcagcggcc c7a:ccagg7 gctgaagaat 

TCACCCGG77 CCTCOACCCGT AAAAAGGCCG 

2601 CG7TGCTGGC OTTTTTCCAT AGGCTCCGCC CCCCTGAZGA GCATCACAAA 

2€51 AATCGACGC7 CAAG7CAGAG CTGGCGAAAC CCGACAGGA7 TATAAAGA7A 

27 01 CCAGGCGT7T CCCCCTGGAA GCTCCCTCGT OCGCTCTCCT CTTCCGACCC 

27 51 TGCCGCTTAC COCATACCTC TCCGCCT1TC TCCCTTCGGC AACCCTGGCG 

2801 CTTTCTCAAT eCTCXCOCTC TAGCTATCTC ABTTCCCTCT AGGTCGTTCG 

2851 CTCCAAGCTG OGCTCTCTCC ACGAACCCCC CGTTCAGCCC CACCGCTCCG 

2901 CCTTATCCGG TAACTATCGT CTTGACTCCA ACCCOCTAAG ACACGACTTA 

2951 TCCCCACTCC CAOCAOCCAC TCGTAACAOG ATTAGCAGAC CCAOCTATGT 

j ooi aogcoctoct acasacttct tbaastoctg occtaactac ooctacacta 




Figure 11 (continued, p3/3) 

3051 GAAGGACAGT ATTTGG7ATC TCCGCTCTGC TGAA3CCA37 TACCTT'SGA 
3101 AAAAGAGT7G CTAGCTCTTG ATCCGGCAAA CAAACCACCG CTGGTAGCGG 
3151 TCCTTTTTTT CTTTGCAAGC AGCAGATTAC GCGCAGAAAA AAAGGATCTC 
3201 AAGAAGATCC TTTGATCTTT TCTACCTGATCC CCTAATGC TCTGCCAGTG 

TTACAACCAA TTAACCAATT CTGATTAGAA 
37 51 XAACTCATCG AGCATCAAAT GAAACTGCAA TITATTCATA TCAGGATTAT 
3 8 01 CAATACCATA TTTTTGAAAA AGCCCTTTCT GTAATGAAGG AGAAAACTCA 

3 65: CCGAGGCAG7 TCCA7AGGA7 GGCAAGA7CC TGG7A7CGG7 CTGCGATTCTC 
35 :i GAC7CG7CCA ACA7CAA7AC AACC7A77AA TTTCCCCTCG TCAAAAA7AA 

GG77A7CAAG TGASAAA7CA CCATGAGTGA CGACTGAA7C CGG7GAGAA7 

4 c c i ggcaaaagct 7atgca7t7c tttccagact tcttcaacag gccagccatt 
4:5: acgcTwGTca tcaaaatcac tcgcatcaa: caaaccgtia ttzittzg^ 

41 Cl ATTGCGCCTG ASCGA3ACGA AA7ACGCGA7 CGCTGTTAAA AGGACAATTA 

: caaa:agg^a tcgaatgzaa ccgg:gcasc- aa:actg:ca gcgcatcaa: 

42 :i AA7ATT7TCA CCTGAATCAG GATATTC7TC TAA7ACCTGG AATGCTGT77 

42 51 TCCCGGGGA7 CGCAGTGGTG ACTAACCATG CATCATCAGG AGTACGGATA 

43 CI AAATGCTTGA TGGTCGGAAG AGGCA7AAA7 TCCCTCAGCC AGTTTAG7C7 

43 51 CACCATCTCA TCTGTAACAT CATTGGCAAC GCTACCTTTG CCATCTT7CA 
4 4 CI GAAACAACTC TGGCGCATCG GGCTTCCCA7 ACAATCCA7A GATTCTCGCA 

44 51 CCTGATTGCC CGACATTATC GCGAGCCCAT TTATACCCAT ATAAATCAGC 
4501 ATCCATGTTG GAATTTAATC CCGGCCTCCA GCAAGACGTT TCCCCTTGAA 
4551 TATCGCTCAT AACACCCCT? CTATTACTCT TTATGTAAGC AGACAGTTTT 
4€01 ATTGTTCATG ATGATATATT TTTATCTTGT OCAATGTAAC ATCAGAGATT 
4651 TTOAGACACA ACGTOGCTJT CC 
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